Matrix models of populations infected by
fungal pathogen - predictions and reality

Interactions of plants with other trophic levels such as pathogenic fungi can Tomas Koubek (tomas. koubek@gmail.com)
have great influence on plant populations. The quantification of the effect on Department of Botany ’
different scales should be the way to determine if the influence is really Faculty of Science
important. Unfortunately the studies on this subject usually only aim at one
level and so they can’t show the general picture. My aim is:

«3 To examine the whole life cycle of a plant with pathogen included and
excluded and to compare these life cycles using matrix a model
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STUDY SYSTEM
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©g Matrix models of the populations predict grassland localities to decrease,
partly because of the disease, the projected infection rates however don‘t fit
the real values

g Ruderal sites have populations rather growing in size with projected
infection rates lower than for the grassland populations

g Stochastic model (combination of two years) can produce more realistic
values of infection rates
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